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Abstract Flow cytometry has become a valuable tool in
food microbiology. By analysing large numbers of cells
individually using light-scattering and Xuorescence mea-
surements, this technique reveals both cellular characteris-
tics and the levels of cellular components. Flow cytometry
has been developed to rapidly enumerate microorganisms;
to distinguish between viable, metabolically active and
dead cells, which is of great importance in food develop-
ment and food spoilage; and to detect speciWc pathogenic
microorganisms by conjugating antibodies with Xuoro-
chromes, which is of great use in the food industry. In addi-
tion, high-speed multiparametric data acquisition, analysis
and cell sorting, which allow other characteristics of indi-
vidual cells to be studied, have increased the interest of
food microbiologists in this technique. This mini-review
gives an overview of the principles of Xow cytometry and
examples of the application of this technique in the food
industry.
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Introduction

Flow cytometry is a technique for measuring the physical
and chemical characteristics of cells or other biological

particles. The data obtained can be used to understand and
monitor biological processes and develop new methods and
strategies for cell detection and quantiWcation. Compared to
other analytical tools, where a single value for each param-
eter is obtained for the whole population, Xow cytometry
provides data for every particle detected. As cells diVer in
their metabolic or physiological states, Xow cytometry
allows us not only to detect a particular cell type but also to
Wnd diVerent subpopulations according to their structural or
physiological parameters.

In Xow cytometry, single cells or particles pass through a
light beam in a directed Xuid stream. The interaction of
each individual cell with the beam can be recorded; the data
obtained can be correlated with cell characteristics or com-
ponents. In Xuorescence-activated cell-sorting (FACS)
instruments, detected particles can also be puriWed accord-
ing to their characteristics.

Flow cytometry was Wrst developed for medical and
clinical applications such as haematology and oncology.
These areas still account for the vast majority of publica-
tions on this technique, but during the past few years it has
been used in other areas, such as bioprocess monitoring,
pharmacology, toxicology, environmental sciences, bacteri-
ology and virology. The use of commercially available
instruments that are smaller and have fewer requirements
along with new software for data acquisition and interpreta-
tion form the basis for the success of the technique. Here
we review the principles of Xow cytometry and its use in
diVerent areas in food microbiology.

Principles of Xow cytometry

A Xow cytometer consists of several systems integrated for
cell detection. The optical system consists of one or more
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light sources (typically laser light is used, but a mercury
lamp is provided in some instruments) and a series of lenses
to focus the light beam. Optical Wlters combined with light
detectors (photodiodes or photomultiplier tubes) allow sen-
sitive detection of the signals of interest. A pneumatic sys-
tem delivers the cell suspension into a laminar Xow of
sheath Xuid; hydrodynamic focussing of the sample stream
causes cells to pass, one after another, across the focussed
light. The electronic system processes signals produced by
the light detectors. Using modern electronics it is possible
to detect up to 100,000 cells/s. Detected particles of interest
can also be puriWed in cell sorters; most sorters use a drop-
let formation system, where the liquid sheath stream is bro-
ken regularly into droplets by the vibration of a
piezoelectric crystal attached to the Xow chamber. Droplets
containing desired cells are charged and deXected as they
pass a high-voltage electrical Weld, thus being recovered
into suitable collection vessels.

Flow cytometric measurements

Due to diVerences between the refractive indices of cells
and their surrounding media, light impinging upon the cells
is scattered. The forward scatter light (FSC, light scattered
at low angles) provides information on cell size, although
there is no direct correlation between size and FSC [46].
Light scattered in an orthogonal or near-orthogonal direc-
tion can also be collected by a diVerent detector (a side
scatter or SSC detector), which provides information about
granularity and cell morphology. Fluorescence produced by
intracellular compounds with speciWc Xuorescence [like
nicotinamide adenosine dinucleotide phosphate (NADPH)]
or speciWc compounds known as Xuorochromes is detected
by photomultiplier tubes, allowing certain cell components
to be selectively assayed. Several compounds with high
quantum eYciency are used in microbiological applications
of Xow cytometry, where low signals are expected due to
the small size of the analysed cells. The scatter and Xuores-
cence signals detected can be combined in various ways to
allow the detection of subpopulations. The use of autoXuo-
rescence or Xuorescent signals associated with cellular
compounds or speciWc labelling can be used to distinguish
cells in media in which nonbiological particles are also
present.

Cytometric software usually presents data in the form
of mono- or biparametric histograms, although multivari-
ate data analysis methods have also been developed in
order to obtain maximum information from multiple
labelling. Software also allows data gating to focus on
speciWc subpopulations, as only part of the data is repre-
sented on the histograms, facilitating detection of the cells
of interest.

A combination of light-scattering and Xuorescence mea-
surements on stained or unstained cells allows the detection
of multiple cellular parameters associated with cellular
structures or functions. Depending on the dyes used, many
of these measurements can be done simultaneously on the
same cells; in multilaser commercial instruments it is quite
common to Wnd more than ten Xuorescence detectors. Flow
cytometry is used in microbiology for rapid counting, the
study of heterogeneous bacterial populations, for strain
improvement in industrial microbiology, and to sort bacte-
ria for further molecular analyses [84]. Although many
diVerent measurements are possible, only those most rele-
vant to microbiological applications will now be discussed.

Membrane integrity and enzyme activities

The staining of viable eukaryotic cells by Xuorescent dyes
and their detection by Xow cytometry has been reported by
several workers [77]. The use of a Xow cytometer to detect
viable bacteria was Wrst reported by Resnick et al. [73],
who described rhodamine 123 (Rh123) staining of Myco-
bacterium smegmatis. Diaper et al. [26] studied the ability
of vital Xuorescent stains in conjunction with FCM to rap-
idly detect and estimate the viability of a range of bacterial
species.

Cell viability can be monitored by Xow cytometry using
the cell’s capacity to maintain an eVective barrier with
external media, although this does not guarantee cell repli-
cation. Cells with a damaged membrane cannot sustain any
electrochemical gradient and are normally classiWed as
dead cells. Thus, loss of membrane integrity is considered
indicative of cell death.

Membrane integrity can be detected by dye exclusion or
dye retention. Exclusion dyes (like propidium iodide or
ethidium bromide) stain nucleic acids in cells with perme-
abilized membranes (usually considered dead cells). Due to
their bright Xuorescence resulting from high quantum
eYciency, new dyes—like the cell-impermeant SYTOX®

family—have been used to detect nucleic acids in cells such
as bacteria that have a lower DNA content.

The presence of DNA in all microorganisms makes this
an ideal staining target. The combination of DNA staining
with the test for a selectively permeable membrane sur-
rounding and protecting the DNA is a robust approach,
especially in media with high background levels.

The combination of a cell-permeant dye (like most of the
SYTO family) and a cell-impermeant dye such as propi-
dium iodide can be used together to distinguish between
live and dead cells resuspended in particulated media.
Thus, cells will be stained with one Xuorochrome or the
other depending on their physiological state, while noncel-
lular particles will remain unstained. Commercial viabil-
ity kits for bacteria can be found using this kind of
123
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Xuorochrome combination. Determination of antibiotic sus-
ceptibility or determination of stress in bacteria after the
eVects of osmotic shock has been tested using these dyes
[21, 26, 70].

Dye retention methods use nonXuorescent cell-permeant
esterase substrates (e.g. Xuorescein diacetate), which are
used by intracellular enzymes of live cells to produce Xuo-
rescent products. While substrate can be incorporated
inside the cell due to its membrane permeability, the prod-
uct of the enzymatic reaction is trapped inside the cell by its
electrical charge and polarity. Even if residual esterase
activity was found inside a dead cell, the diVusion of the
product would allow clear diVerentiation due to its Xuores-
cence from dead cells.

A number of esterase substrates have been tested on sev-
eral organisms [22, 85]. Problems in detecting Xuorescence
may be due to dye loading or extrusion, or its dependence
on pH. The ability of most Xow cytometers to produce
dual-parameter histograms of Xuorescence versus time of
acquisition provides a way to measure enzyme kinetics, as
changes in Xuorescence can be monitored during the time
of acquisition.

Membrane potential

Fluorescent membrane potential probes are charged lipo-
philic compounds that can readily cross the cytoplasmatic
membrane and accumulate inside the cell according to the
cellular electrical charge. However, care must be taken, as
Xuorescence intensity depends not only on membrane
potential but also on the number of lipophilic binding sites
within the cell, the volume of dye concentration and the
number of binding sites in solution. Other problems can be
encountered when using these distributional probes due to
active dye extrusion and the need to make outer cell enve-
lopes permeable—i.e. the outer cell membranes of Gram-
negative bacteria.

Cationic cyanin dyes were the Wrst molecules used to
measure cellular membrane potential [81]. A second class
of dyes, the oxonols, are functionally similar to the cyanins
but have opposite polarity as they are anionic. Cyanins are
excluded from cells as they are depolarised, whereas oxo-
nols are excluded from repolarised or hyperpolarised cells.
Fluorochromes like rhodamine 123 and oxonols have been
widely used in bacteria, either alone [54, 57] or combined
with membrane integrity dyes such as propidium iodide
[12, 55].

Pathogen detection

The identiWcation of microbes and the direct detection of
microbial components are the main tools used for the labo-
ratory diagnosis of microbial contamination. Early detec-

tion is crucial in many cases; therefore, rapid detection
methods like Xow cytometry are of great interest.

SpeciWc detection of pathogenic strains can be achieved
by Xow cytometry using immunoXuorescence techniques,
which allow microorganism detection at the single-cell
level. It can be used for food samples, but requires prior
isolation of the target organism to generate antibodies. The
use of speciWc antibodies directed against pathogens such
as certain strains of Escherichia coli, Salmonella, Pseudo-
monas and other cell types allowed their cytometric detec-
tion with sensitivity and speciWcity [1]. Magnetic separation
can also be used to make the analysis faster and more
speciWc, and to overcome the presence of noncellular parti-
cles [85].

The detection of resistant forms of microorganisms has
been achieved cytometrically. Bacterial endospores can
remain in a dormant state for long periods with little or no
metabolic activity, being resistant to heat, radiation and
toxic chemicals. Flow cytometry in combination with bio-
chemical techniques has been used to reveal the heteroge-
neity of Bacillus cultures and to distinguish between live
and dead endospores on the basis of their cytometric scatter
alone [83] or combined with nucleic acid stains [23].

Respiratory activity

Metabolic activity in the form of respiration in aerobic bac-
teria can be detected using an indicator of oxidative metab-
olism such as a tetrazolium dye. The use of cyanoditolyl
tetrazolium chloride (CTC) has been reported [48] in
Micrococcus luteus; the reduction of CTC was detected by
Xow cytometry by means of its Xuorescence combined with
changes in scatter due to the intracellular accumulation of
an insoluble Xuorescent formazan. CTC has also been used
to report the presence of metabolically active Salmonella
typhimurium in drinking water.

Multiple labelling combined with sorting has been used
by Nebe-von-Caron et al. [63] and Hewitt and Nebe-von-
Caron [41] to distinguish between permeabilized cells,
depolarised cells, de-energised cells and active pumping
cells according to their diVerent staining patterns when
using DiBAC4(3), ethidium bromide and propidium iodide.
Cellular characterization of intact cells was achieved by
active exclusion of ethidium bromide (EB) (metabolically
active cells), uptake of EB, but exclusion of bis-oxonol
(DiBAC4(3)) (de-energized but with a polarized cell mem-
brane) and uptake of both dyes (depolarized). Permeabili-
zed cells were identiWed by propidium iodide (PI) uptake.

Intracellular pH

The pH gradient can potentially provide information about
viability. Most viable cells are able to maintain a pH
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gradient when the extracellular pH is moderately decreased.
Fluorescent probes such as carboxyXuorescein diacetate
(CFDA) or biscarboxyethyl carboxyXuorescein (BCECF)
are well suited to measuring the intracellular pH, as they
are highly pH dependent and have a fast response time [40].
Molenaar et al. [62] described a method for measuring
cytoplasmic pH in Latococcus lactis, which in brief con-
sists of treating cells with acid in the presence of BCECF,
resulting in accumulation of the probe in the cytoplasm.
When no active extrusion mechanism is present, viable
cells retain BCECF well. After correlation of the Xuores-
cent signal with the cytoplasmic pH, the method may be
applied to study pH regulation in bacteria or to elucidate the
dependence of inactivation treatments on internal pH.

The intracellular pH of Corynebacterium glutamicum
grown in batch or fed-batch cultures was measured by FCM
using the Xuorochrome c-SNARF1, which is more sensitive
than BCECF. The Xuorescence was proportional to the pHi

of the cells grown in fermenters between 6.6 and 8.3 [52].
In this study, pHi was found to be a good indicator of the
physiological state of the cells, and FCM a sensitive and
rapid tool for measuring cytoplasmic pH.

Food microbiology applications of FCM

Flow cytometry has been widely used in research since
early 1975 for yeast and bacterial cell analysis, but the rou-
tine application of FCM in industrial microbiology was
nonexistent before 1988.

According to Fleet [33], the dynamics of the growth, sur-
vival and biochemical activity of microorganisms in food
are the result of stress reactions in response to the changing
physical and chemical conditions in the food microenviron-
ment (e.g. the gradients of pH, oxygen, water activity, salt,
and temperature), the ability to colonise the food matrix
and to grow (e.g. microcolonies and bioWlms), the presence
of other microorganisms, and the in situ cell-to-cell ecolog-
ical interactions that often happen in a solid phase. Ecologi-
cal approaches to studying the evolution of microbial Xora
would be useful to better comprehend the microbiological
processes involved in food processing and ripening, to
improve microbiological safety by monitoring pathogenic
bacteria in situ, and to study microbial populations in food
fermentation [36].

Stress is a change in the genome, proteome or environ-
ment that imposes either reduced growth or survival poten-
tial. For any stress, the bacterial cell has a deWned range
within which the rate of increase of colony forming units
(CFUs) is positive (growth), zero (survival) or negative
(death). In microbial populations, viable cells are usually
countable on both nonselective and selective media,
whereas stressed cells are able to form colonies on nonse-

lective media but are not countable on selective media. In
foods, many adverse conditions such as nutrient depletion,
low temperature and other stresses can sublethally damage
microorganisms. Environmental stresses cause the bacteria
to enter a viable but noncultivable (VBNC) state, inducing
healthy, cultivable cells to enter a phase in which they are
still capable of metabolic activity but do not produce colo-
nies on media (both nonselective and selective) that nor-
mally support their growth [11].

The advantage of FCM is its ability to detect microor-
ganisms at relatively low concentrations in a short time.
Multiple labelling allows the detection of diVerent organ-
isms or diVerent stages in the same sample, such as food
matrices. Table 1 gives an overview of several Xuorescent
dyes used for speciWc staining in Xow cytometry applica-
tions in food microbiology.

Viability and cell number

Food microbial analysis is routinely performed by colony
counting using suitable media and conditions for incuba-
tion. However, plate-culturing techniques are time consum-
ing and they only reveal a small proportion (i.e. those that
are viable and cultivable) of the true microbial population.
This can be largely explained by two ecological factors: (a)
an inability to detect novel microorganisms that might not
be cultivable with known media, and (b) an inability to
recover known microorganisms that are either stressed or
actively growing but which enter a noncultivable state
[9, 18, 36, 49]. Several direct microscopic examination
techniques using viability stains have been developed [15].
Direct counting of methylene-blue-stained yeasts is fre-
quently used in oenology; however, it is highly subjective,
the cells counted under the microscope are not necessarily
representative of the entire population of yeast cells, and it
is nonreproducible [14, 64]. Fluorescence microscopy has
been used as a tool for estimating microbial population den-
sity and viability. It is based on the fact that acridine dyes
absorb light of one wavelength and emit light of diVerent
wavelengths. The direct epiXuorescent Wlter technique
(DEFT) generally involves staining of the microorganisms
with a Xuorochrome dye, collection on a nonXuorescing
membrane Wlter, and examination of the membrane using a
Xuorescent microscopy. DEFT has been used in milk [68, 75],
yoghurt [76], meat and poultry [30, 78, 84], and wine [27,
35]. Although it is a relatively rapid and sensitive method,
the dyes used react indiscriminately with organic material
and interference from preservatives such as sorbic acid has
been reported. Lonvaud-Funel and Joyeux [53] and Dowha-
nick and Russel [29] evaluated bioluminescence as a rapid
technique to enumerate viable cells in wine samples, but
they concluded that it is not adequate because its threshold
level is too high and it cannot distinguish yeasts from bacteria.
123
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Although the technique is reportedly very reproducible, a
major drawback with the method lies in translating ATP
measurements into viable cell counts.

Flow cytometry is the science of measuring components
(cells) and the properties of individual cells in liquid sus-
pension. In essence, suspended cells are brought to a detec-
tor, one by one, by means of a Xow channel. Fluidic devices
under laminar Xow deWne the trajectories and velocities that
cells traverse across the detector, and Xuorescence, absor-
bance, and light scattering are among the cell properties
that can be detected. Flow sorting allows individual cells to
be sorted on the basis of their measured properties, and one
to three or more global properties of the cell can be mea-
sured [60]. Flow cytometers and cell sorters make use of
one or more excitation sources and one or two Xuorescent
dyes to measure and characterise several thousands of cells
per second. Flow cytometry gives objective and accurate
results [19, 80], overcoming the problems with the analyti-
cal procedures described above.

The application of Xow cytometry directly to food sam-
ples using a commercial Xow cytometer for the multipa-
rameter analysis of bacteria was Wrst described by Patchett
et al. [66]. Use of the Skatron Argus 100 Xow cytometer
enabled the counting of pure cultures of bacteria to
<103 cfu/mL within a few minutes. Application of the tech-
nique to meat samples gave a good correlation (r = 0.95)
with plate counts and enabled enumeration down to approx-
imately 1 £ 104 cells/mL of supernatant (equivalent to
1 £ 105 cfu/g meat) within minutes. However, in samples
of paté and milk inoculated with pure cultures of E. coli,
sensitivity was reduced to 1 £ 106 cfu/mL and 6 £ 107 cfu/
mL, respectively.

Molecular Probes Inc. (Leiden, The Netherlands) has
developed a Xuorescent stain, the LIVE/DEAD®

BacLight™ bacterial viability kit, which is composed of
two nucleic acid-binding stains: SYTO9™ and propidium
iodide (PI). SYTO9™ penetrates all bacterial membranes
and stains cells green, while PI only penetrates cells with
damaged membranes, and the combination of the two stains
produces red-Xuorescing cells. Both reagents are contained
in a solution of anhydrous dimethylsulfoxide (DMSO).
BacLight staining has several advantages. It is a reliable,
rapid and easy-to-use test, and yields both viable and total
counts in one step. The preparations are easy to read
because of the high degree of contrast between the green
colour of the viable bacteria and the red colour of the dead
cells, and background Xuorescence is minimal. Images of
the stained cells are diVerentiated using either epiXuores-
cence microscopy, confocal laser scanning microscopy, or
Xow cytometry. There is considerable potential for the use
of this stain to determine viable counts in a range of pro-
cessed foods, including irradiated foods, and for measuring
viable bacteria in drinking water [13, 30]. Zhang and Fang

[89] have demonstrated the use of the BacLight kit for the
determination of yeast cell viability.

The application of Xow cytometry to foods is restricted
by the presence of high levels of suspended material. The
use of reagents such as benzalkonium chloride may help to
reduce background signals, possibly by disrupting lipids,
but further improvements are necessary. Successful enu-
meration of bacteria has been achieved in samples contain-
ing fewer suspended particulates. However, correctly
setting the discriminator gates to select bacterial counts
from background signals is a critical task and could be a
signiWcant problem with food samples containing an
unknown or variable microbiota.

For example, Gunasekera et al. [38] developed a rapid
(·1 h) FCM assay based on enzymatic clearing of milk to
determine total bacteria in milk. They applied enzymatic
treatment with proteases to remove or modify proteins from
the milk samples in concert with lipid removal by centrifu-
gation. Their study demonstrated the ability of FCM to
determine total and viable bacterial numbers after dual
staining of bacteria with SYTO BC and propidium iodide
(PI). The sensitivity of the FCM procedure was ·104 total
bacteria/mL, which is below the level of detection required
for raw milk to satisfy legislation in many countries [44,
72]. A milk clearance reagent from FOSS Analytical A/S
and removal by gradient centrifugation were used by Holm
et al. [43] for quantiWcation and diVerentiation of bacteria
in Danish bulk tank milk samples exceeding 3 £ 104 cfu/
mL prior to Xow cytometry analysis in order to predict the
main cause of elevated bacterial counts in routine samples.

The suitability of FCM for the brewing [14, 45] and
oenology industries [6, 16, 32, 56] has been demonstrated.
The Xuorogenic substrates Fluorassure Substrate B.W. [45]
and Yeast Viability Substrate [16] and the Xuorescent dye
oxonol [14] have been used as single viability stains. Fluo-
rescent dyes that stain cells only if they have damaged
membrane potential (oxonol), have increased membrane
permeability (propidium iodide) or have active esterases
(CFDA) were used by AttWeld et al. [6] to analyse popula-
tions of rehydrated yeasts. The detection limit for yeasts
was on the order of 103 cells/mL. Viable, dead and injured
Saccharomyces cerevisiae cells were enumerated in high-
sugar Chardonnay fermentations using thiazole orange
(TO) and propidium iodide (PI) [32]. TO, a permeant
DNA-reactive stain, enters live and dead cells, thus giving a
total cell count. PI, an impermeant DNA-reactive stain, can
only enter dead or injured cells, diVerentiating them from
viable cells. Wine samples were washed twice by centrifu-
gation in sheath Xuid containing Triton X-100 to reduce
sugar and phenolic compounds that may interfere with dye
uptake. A combination of gating on Xuorescence and scatter
allows yeast cells to be distinguished from debris. Flow
cytometry was also applied to simultaneously detect
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malolactic bacteria and yeasts inoculated in wine. Fluores-
cein acetate (FDA) was suitable for staining viable yeasts
and bacteria. However, the Xuorescence intensity of
labelled malolactic bacteria depended on the strain. The
lowest bacterial concentration detected by FCM was
104 cells/mL [56]. The interference of natural debris pres-
ent in wine was overcome by optimising sample prepara-
tion, i.e. centrifuging and washing the cells twice with PBS.
We have studied the suitability of FCM for detecting lactic
acid and acetic acid bacteria in yeast starter cultures and
sparkling wines after dual microbial staining with SYTO
13, a permeant-DNA stain, and PI. The lowest bacterial
concentration detected by FCM was 5 £ 103 cells/mL. The
presence of lactic acid bacteria and acetic acid bacteria in
yeast starters can result in a poorer wine quality and in an
economic loss in oenological industries. In our work, acetic
acid and lactic acid bacteria were distinguished by analys-
ing the light scatter properties of the viable cells (data not
published).

Very recently, Quiros et al. [71] showed the applicability
of FCM for the development of kinetic models, using pure
culture fermentation experiments of Lactobacillus hilgardii
and Saccharomyces cerevisiae growing in standard culture
media (MRS and YPD). They found that a large number of
cells were in a viable but noncultivable (VBNC) state,
which resulted in a subpopulation much larger than the
damaged-cell subpopulation. The determination of the evo-
lution of viable, VBCN and dead cells allowed them to
develop a segregated kinetic model to describe the popula-
tion dynamics and glucose consumption of yeast and the
bacteria in batch cultures. Their model describes the behav-
iour and the functionality of the cultures used more accu-
rately, providing a deeper knowledge of the status and
course of the bioprocess in real time.

Spoilage and pathogen microorganism contamination

Contamination of food products by bacteria, yeasts and
moulds is a major concern of industries involved in food
transformation. The presence of these microorganisms in
products, even at low concentrations, can severely aVect
their quality.

The Wnal microbiotic composition of food products is
reXective of the normal biota of the raw ingredients and the
hygienic procedures used during processing. A method
diVerentiating Gram-positive and Gram-negative bacterial
populations would provide information on the source of
contamination. Several Gram-staining techniques for Xow
cytometry have been proposed. One combines the two Xuo-
rescent DNA-binding stains SYTO 13 and hexidium iodide
(HI). SYTO 13 is a membrane-permeable stain, and HI is
blocked by the lipopolysaccharide layer of Gram-negative
bacteria and is thus only permeable to Gram-positive bacte-

ria and Gram-negative bacteria with a destabilised lipopoly-
saccharide layer [58]. Another similar technique combines
Oregon Green-conjugated wheat germ agglutinin (WGA)
with HI. WGA binds to N-acetylglucosamine in the peptido-
glycan layer of the cell wall of Gram-positive bacteria
whereas HI binds to the DNA of all bacteria after permeabi-
lization by EDTA and incubation at 50°C for 15 min [42].
Using WGA instead of SYTO 13 and treating the cells with
EDTA allows the latter technique to be used directly in milk
samples without precultivation of the sample [42, 43].

The best-known approach that utilises Xow cytometry for
the speciWc detection of microorganisms is the use of mono-
clonal or polyclonal antibodies conjugated to Xuorochromes
such as Xuorescein isothiocyanate (FITC) or phycoerythrin
[28, 59, 86]. Although this labelling method represents a
direct technique for the detection of speciWc microorgan-
isms, it suVers from signiWcant limitations. The Wrst impedi-
ment for speciWc microbial detection in a complex medium
by FCM is the high sensitivity required, especially where
pathogens are concerned. Regulations for food products
stipulate, for example, the absence of Salmonella sp. in 25 g
of product, which corresponds to a sterility test. Optoelec-
tronic noise generated at the instrument settings needed to
detect small particles such as immunoXuorescent bacteria as
well as interferences from particles contained in the product
which produce the same Xuorescence as labelled bacteria are
both likely to prevent the direct detection of such low bacte-
rial concentrations [69]. Thus, in these circumstances,
ampliWcation of bacterial concentrations by culture is likely
to be necessary before FCM analysis.

Chemunex S.A. developed and marketed an instrument
(which, together with the reagents, is called the ChemFlow
System) to detect contaminating yeast in dairy and fruit
products The procedure used by this system calls for incu-
bation of the product for 16–20 h followed by centrifuga-
tion to separate and concentrate the cells. The stain is then
added, and a sample is passed through the Xow cytometer
for analysis. Investigation of the ChemFlow system by
Bankes et al. [7] utilised a range of dairy and fruit-based
products inoculated with yeast. The results indicated that
yeast levels as low as 1 cell/25 g could be detected in 24 h
in dairy products. A similar sensitivity was reported in fruit
juices; however, a 48-h period was required to ensure that
this was achieved. The system was found to be reliable and
easy to use [67].

Laplace-Builhé et al. [51] showed that yeasts and mould
contamination can be rapidly detected using Xuorogenic
viability substrates (Chemunex SA), speciWc mainly for
esterases, for FCM analysis. Levels of less than 5 spores/g
for mould and less than 0.5 yeast/g were detected within
24 h. A sample is considered contaminated above
100 counts/g. High levels of contamination (¸100 yeast/g)
were detected within a shorter period. A comparison of
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FCM results with shelf life was also carried out. There was
a direct relationship between FCM counts after 24 h of
incubation and the quality of the product.

Whole Wxed cells can be identiWed and counted directly
by Xuorescent in situ hybridization (FISH), allowing diVer-
ent microbial species in mixed cultures to be distinguished
[8, 39, 82]. Detection of speciWc food contaminants can be
achieved by FISH coupled with FCM (FLOW–FISH). For
example, rapid and sensitive FLOW–FISH methods have
been used for detecting and enumerating carnobacteria and
Lactobacillus brevis in seafood products [24] and lactic
acid bacteria used as starter cultures [34]. In this latter
work, FLOW–FISH was able to discriminate the two sub-
species Lactococcus lactis subsp. cremoris and L. lactis
subsp. lactis, and Leuconostoc spp. Quantitative informa-
tion about the composition of starter cultures is very impor-
tant to maintain or optimise the properties of the culture. In
this regard, by identifying speciWc target sequences of the
16S rRNA of the taxa of interest and using live/dead dyes,
FLOW–FISH can be used to calculate the percentages of
the relevant taxa in probiotics and starters.

Starters

Starter culture strains are selected for their fermentation
capacities and their Xavour formation characteristics. Other
important criteria are the robustness of the cells during pro-
cessing and the maintenance of diVerent strains in a mixed
starter [17]. In the food industry, lactic acid bacteria (LAB)
and yeasts are used for the production of fermented foods,
such as cheese, yoghurt, wine, and fermented meat
products.

The main starter strains used in the dairy industries are
lactic acid bacteria. These strains play an essential role in
the production of lactic acid and of volatile compounds
such as diacetyl and acetaldehyde. All factors that may
reduce or stop the normal process of acidiWcation during
fermentation (i.e. antibiotics, bacteriophage attack or low
viability of the starter culture) can induce defective prod-
ucts and require costly clean-up procedures before new
products can be produced. The Wrst control carried out on
the starter cultures is the evaluation of the number of viable
bacteria. The use of FCM for cell counting and for the spe-
ciWc detection of strains has already been summarised in
this review.

Some starters have a dual role during food manufac-
ture. For example, in cheese production LAB are respon-
sible for the rapid acidiWcation of the milk. During a late
stage of the process, intracellular enzymes of the starter
bacteria are released through permeabilization or com-
plete autolysis of the cell into the cheese, playing a crucial
role in the generation of Xavour components. By selecting
rapidly lysing strains and process conditions that favour

lysis, Xavour development may be enhanced during ripen-
ing [25]. FCM has been proven useful for measuring the
lysis of cheese bacteria. Using the LIVE/DEAD BacLight
bacterial viability kit, the lysis of Lactococcus lactis was
monitored by counting the number of intact and perme-
able cells at diVerent time points [20, 79]. FCM showed
the presence of permeabilized cells at day 1 of cheese rip-
ening. Throughout ripening, the permeabilized cell popu-
lation cells increased as a proportion of the total cell
population. Another complete FCM assay, with CFDA
and TOTO-1, was developed for measuring the viability
of dairy fermentation starters [18, 19]. CFDA is an ester-
ase substrate that yields the Xuorescent compound CF
upon hydrolysis by cellular esterases. CF is retained in
cells with intact membranes and stains the cells Xuores-
cent green. TOTO-1 is a nucleic acid dye that is excluded
by intact cells and stains membrane-compromised cells
yellow–green. Staining four dairy starters with CFDA and
TOTO-1 revealed three populations: cultivable cells, cells
that were intact and metabolically active but not cultiva-
ble, and permeabilized cells. The total FCM counts were
three to Wve times higher than the respective plate counts.
Approximately 50% of the mother starters were permeabi-
lized. The other 50% of the cells were intact and active.
The number of intact cells in the starters was higher than
the number of colonies on plates. Cells that are not culti-
vable—between 35 and 60% of the intact cells—may still
be metabolically active, and these cells may be involved
in fermentation [18]. The FCM assay with dual staining is
very accurate and highly sensitive, and provides tools to
assess the functionalities of diVerent populations in fer-
mentation starters.

The infection of starter cultures by virulent bacterio-
phages is a serious problem for the dairy industry, leading
to either complete loss of the fermentation batch or, if only
one out of several strains is aVected, an altered Xavour.
Michelsen et al. [61] have recently used FCM for fast and
early detection of phage-infected Lactococcus lactis.
Infected cells at the lysis phase were clearly separated from
the uninfected cells by Xow cytometry. Light scatter of the
infected cells was dramatically reduced to 30–50% of that
of normal cells due to a loss of mass from the cells. Fluo-
rescence was used to monitor the DNA content, which
decreased when cells were infected by phages that
degraded the host DNA during infection. This method
allows the detection of phage-infected bacteria, indepen-
dent of the number of strains in the starter culture, if food
debris is removed beforehand.

Probiotics

Oral probiotics are living microorganisms that, upon inges-
tion in certain numbers, exert health eVects beyond inherent
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basic nutrition. Probiotics may be consumed as either a
food component or a non-food preparation [37]. In the
development of probiotic foods intended for human con-
sumption, strains of lactic acid bacteria such as Lactobacil-
lus and BiWdobacterium have been used most commonly.
Some important issues in the development of probiotics are
growth and survival during production and shelf life, resis-
tance to gastric acid and bile salts, modulation of the
immune response, and persistence in the gastrointestinal
tract [31, 47]. Although knowledge regarding the survival,
activity and dose response of probiotics is limited, a mini-
mum daily dose of 108–109 living microorganisms has been
suggested. The use of FCM to enumerate LAB was
addressed in the previous section [9, 18, 50].

Assessment of viability is not the only trait to consider in
the selection of probiotics. Cells that are active but not cul-
tivable might contribute to many of the proposed health
eVects (e.g. lactose conversion). Furthermore, some probi-
otic eVects are performed by nonviable cells of probiotic
bacteria (e.g. adhesion to intestinal mucus and modulation
of immune response) [65]. Because of the complexity of
the possible contributions of diVerent cell populations to
the proposed probiotic eVects, FCM could be a very useful
tool to study probiotics. Bunthof and Abee [18] used FCM
with CFDA and TOTO-1 to quantify intact cells and cells
with damaged membranes in three probiotic products: a
powder, a drink and a yoghurt. When the results of FCM
and plate counting analyses were combined, three popula-
tions were evident: a cultivable population, the population
of intact and metabolically active but not cultivable cells
(FCM count with CFDA minus plate count), and the per-
meabilized (dead) population (FCM count with TOTO-1).
The proportions of the populations diVered in the products
tested [10].

The evaluation of cell viabilities in stored probiotic
foods is of vital importance economically and technologi-
cally, and it is also important for eYcacy. The FCM viabil-
ity assay could also be used to study the eVect of prolonged
storage on probiotic products. Lahtinen et al. [50] investi-
gated the viability and intrinsic properties of three probiotic
bacteria during six weeks of storage. Membrane integrity
was assessed using a LIVE/DEAD BacLight bacterial via-
bility kit. Esterase activity was measured using CFDA-PI
and cells incubated with succinimidyl ester of CFDA
(CFDA-SE). The CFDA-SE-stained cells were also used to
measure intracellular pH. The cells with an internal pH
higher than the minimum intracellular pH required for cell
growth were identiWed as viable. Although the strains stud-
ied showed a reduction in plate counts, indicating a loss of
cell cultivability, the cells were able to maintain cytoplas-
mic membrane integrity, esterase activity, and pH gradient.
Thus, FCM is a useful tool to detect so-called dormant
cells.

Resistance to bile salts and persistence in the gastrointes-
tinal tract are important characteristics of probiotic bacteria.
Ben Amor et al. [9] used single staining with CFDA, oxo-
nol and PI in combination with FCM to measure the ester-
ase activity, membrane potential and membrane integrity,
respectively, of two BiWdobacterium probiotic strains under
bile salt stress conditions. These single stains reXected the
responses of probiotic strains to the damaging eVects of bile
salts, revealing the degree of cell viability and the physio-
logical status of stressed cells. Multiparameter FCM in
combination with cell sorting conWrmed that the bile salt-
stressed cell populations contained a mixture of viable
cells, dead cells, and an injured subpopulation. Moreover,
this method revealed the physiological heterogeneity within
the injured cell population. In conclusion, FCM with cell
sorting may provide an ideal tool to analyse the activity and
stability of probiotics under stress conditions [63].

Food technology and preservation

Although heat is still the treatment most commonly used to
preserve foodstuVs, thermal processing has several undesir-
able eVects on the nutritional and sensory attributes of
foods. Alternative methods to conventional heat treatments
for preservation purposes have received increasing atten-
tion in the food industry, e.g. high hydrostatic pressure,
high-intensity ultrasound and pulsed electric Weld treat-
ments.

The resistance of microorganisms to high pressure is
variable, and the reduction in the microbial population is
directly related to the amount of hydrostatic pressure
applied [4]. Cell lysis and the viability of diVerent popula-
tions of saprophytic, pathogenic and phytopathogenic
microorganisms following pressurization treatments were
measured by FCM. PI was used to measure membrane
integrity. Flow cytometry has been proven to be a useful
tool for establishing the eYcacy of pressurisation by deter-
mining the percentages of dead, living and metabolically
inactive cells [5]. Ritz et al. [74] characterised the morpho-
logical and physiological states of cells when high-pressure
treatment was applied to a population of Listeria monocyt-
ogenes. Cellular morphology was studied by estimating the
cellular volume measured by light-scattering Xow cytome-
try. The Xuorescent dyes PI, DIBAC4(3), and CFDA were
used to assess the membrane integrity, membrane potential,
and enzymatic activities, respectively, of cells by Xow
cytometry. FCM revealed that cellular morphology was not
really aVected; esterase activity was dramatically lowered,
but not completely obliterated, after pressure treatment; and
membrane integrity and membrane potential were not
homogeneous across the cellular population. The eVective-
ness of Xow cytometric multiparameter analysis in charac-
terising the physiological state of cells after pressurisation
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was validated by other analytical methods. Flow cytometry
with CFDA and PI staining was also used to monitor pres-
sure-induced changes in Lactobacillus rhamnosus [2].
Their results correlate well with those found in L. monocyt-
ogenes-pressurised cells [74]. Both studies showed that
pressurised inactivated bacteria were still in possession of
enzyme activity, and not completely membrane compro-
mised. The heterogeneity of the treated cell population sug-
gests that reversible damage may occur and that it should
be taken into account in high-pressure treatment applica-
tions in the food preservation industry. The presence of
metabolically active but not cultivable bacteria with a high
degree of membrane intactness in food may be critical in
terms of their potential for excreting toxic or food-spoiling
metabolites.

The concept of ultrasound-assisted thermal processing
(thermosonication), which is based on the synergy between
ultrasound and heat for bacterial inactivation, is of potential
interest in food preservation, especially for enhancing the
detrimental eVects of conventional thermal treatments on
food quality and functionality [88]. Ananta et al. [3] studied
the eVect of high-intensity ultrasound on L. rhamnosus and
E. coli. The Gram-positive species was more resistant to the
lethal eVect of ultrasound than the Gram-negative species.
CFDA and PI staining in combination with Xow cytometry
demonstrated the rupture of the lipopolysaccharide layer of
the outer membranes of Gram-negative bacteria by ultra-
sound. It is known that the presence of outer membrane dis-
ables the entry of many bacteriocins, reducing their
bactericidal eYcacy. This limitation could be overcome by
ultrasound-assisted physical disruption of the outer mem-
brane.

Pulsed electric Weld (PEF) treatment is the application of
pulses with very high Weld strength for a short time (micro-
seconds) to foods placed between two electrodes. Mem-
brane permeabilization due to PEF treatment of
Lactobacillus species was investigated by Wouters et al.
[87] using PI uptake and single-cell analysis with Xow
cytometry. The electric Weld, the amount of energy input
(i.e. the number of pulses), treatment time, treatment
medium conductivity and pH, and the growth phase
aVected the membrane permeabilization of cells, as demon-
strated by PI uptake. Cell size and shape in the L. planta-
rum population were estimated by measuring the forward
and sideward scatter by the FCM method. Following sort-
ing of the cells with the FCM technique, two populations
were distinguished from each other on the basis of size dis-
tribution and cell shape. The small cells appeared to be less
vulnerable to membrane permeabilization by the PEF treat-
ment than the large cells. However, after increasing the
time of treatment or the energy input of the PEF, the diVer-
ence between the numbers of permeabilized cells in the
small- and large-cell populations disappeared. The

membrane permeabilization of two Lactobacillus strains,
L. plantarum and L. fermentum, after PEF inactivation was
compared. The L. fermentum strain was found to be more
PEF resistant and showed less membrane permeabilization
than the L. plantarum strain, which was the more PEF-sen-
sitive strain. Thus, permeabilization of the membrane is
involved in determining the inactivation of vegetative cells
during PEF treatment. Therefore, many factors are involved
in determining the inactivation of microorganisms by PEF
treatment.

Conclusions

Flow cytometry can be applied in many areas of food
microbiology. This technique can provide a rapid and sensi-
tive method for the rapid enumeration of microorganisms.
The success of the system depends on the development and
use of suitable staining systems, and protocols for the sepa-
ration of microorganisms from food debris that would oth-
erwise interfere with the detection system. Multiparameter
Xow cytometry and single cell scatter allow the analysis of
many parameters at once, thus considerably simplifying
testing regimes. The possibility of simultaneously detecting
the membrane integrity, membrane potential, intracellular
pH, and the enzyme activity of a microorganism in culture
makes Xow cytometry valuable for understanding the eVect
of diVerent treatments on microorganisms, and hence for
evaluating the eVectiveness of technological processing for
microbial inactivation purposes.

References

1. Álvarez-Barrientos A, Arroyo J, Cantón R, Nombela C, Sánchez-
Pérez M (2000) Applications of Xow cytometry to clinical micro-
biology. Clin Microbiol Rev 13:167–195

2. Ananta E, Heinz V, Knorr D (2004) Assessment of high pressure
induced damage on Lactobacillus rhamnosus GG by Xow cytom-
etry. Food Microbiol 21:567–577. doi:10.1016/j.fm.2003.11.008

3. Ananta E, Voight D, Zenker M, Heinz V, Knorr D (2005) Cellular
injuries upon exposure of Escherichia coli and Lactobacillus
rhamnosus to high-intensity ultrasound. J Appl Microbiol 99:271–
278. doi:10.1111/j.1365-2672.2005.02619.x

4. Arroyo G, Sanz PD, Préstamo G (1997) EVect of high pressure on
the reduction of microbial populations in vegetables. J Appl
Microbiol 82:735–742

5. Arroyo G, Sanz PD, Préstamo G (1999) Response to high-pres-
sure, low-temperature treatment in vegetables: determination of
survival rates of microbial propulations using Xow cytometry and
detection of peroxidase activity using confocal microscopy. J Appl
Microbiol 86:544–556

6. AttWeld PV, Kletas S, Veal SA, van Rooijen R, Bell PJL (2000)
Use of Xow cytometry to monitor cell damage and predict fermen-
tation activity of dried yeasts. J Appl Microbiol 89:207–214

7. Bankes P, Rowe D, Betts RP (1991) The rapid detection of yeast
spoilage using the ChemXow system (Technical Memorandum
123

http://dx.doi.org/10.1016/j.fm.2003.11.008
http://dx.doi.org/10.1111/j.1365-2672.2005.02619.x


J Ind Microbiol Biotechnol (2009) 36:999–1011 1009
621). Campden Food & Drink Research Association, Chipping
Campden

8. Beimfohr C, Krause A, Amman R, Ludwig W, Schleifer KH
(1993) In situ identiWcation of lactococci, enterococci and strepto-
cocci. Syst Appl Microbiol 16:450–456

9. Ben Amor K, Breeuwer P, Verbaarschot P, Rombouts FM, Akker-
mans AD, de Vos WM, Abee T (2002) Multiparametric Xow
cytometry and cell sorting for the assessment of viable, injured,
and dead BiWdobacterium cells during bile salt stress. Appl Envi-
ron Microbiol 68:5209–5216. doi:10.1128/AEM.68.11.5209-
5216.2002

10. Bianchi MA, Del Río D, Pellegrini N, Sansebastiano G, Neviani E,
Brighenti F (2004) A Xuorescence-based method for the detection
of adhesive properties of lactic acid bacteria to Caco-2 cells.
Lett Appl Microbiol 39:301–305. doi:10.1111/j.1472-765X.2004.
01589.x

11. Booth IR (2002) Stress and the single cell: intrapopulation diver-
sity is a mechanism to ensure survival upon exposure to stress. Int
J Food Microbiol 78:19–30

12. Boswell CD, Hewitt CJ, Macaskie LE (1998) An application of
bacterial Xow cytometry: evaluation of the toxic eVects of four
heavy metals on Acinetobacter sp. with potential for bioremedia-
tion of contaminated wastewaters. J Biotechnol Lett 20:857–863

13. Boulos L, Prévost M, Barbereau B, Coallier J, Desjardins R (1999)
LIVE/DEAD® BacLigth™: application of a new rapid staining
method for direct enumeration of viable and total bacteria in drink-
ing water. J Microbiol Meth 37:77–86

14. Boyd AR, Gunasekera TS, AttWeld PV, Simic K, Vincent SF, Veal
DA (2003) A Xow cytometric method for determination of yeast
viability and cell number in a brewery. FEMS Yeast Res 3:11–16

15. Breeeuwer P, Abee T (2000) Assessment of viability of microor-
ganisms employing Xuorescence techniques. Int J Food Microbiol
55:193–200

16. Bruetschy A, Laurent M, Jacquet R (1994) Use of Xow cytometry
in oenology to analyse yeasts. Lett Appl Microbiol 18:343–345

17. Buckenhüskes HJ (1993) Selection criteria for lactic acid bacteria
to be used as starter cultures for various food commodities. FEMS
Microbiol Lett 12:253–272

18. Bunthof CJ, Abee T (2002) Development of a Xow cytometric
method to analyse subpopulations of bacteria in probiotic products
and dairy starters. Appl Environ Microbiol 68:2934–2942.
doi:10.1128/AEM.68.6.2934-2942.2002

19. Bunthof CJ, Bloemen K, Breeuwer P, Rombouts FM, Abee T
(2001) Flow cytometric assessment of the viability of lactic acid
bacteria. Appl Environ Microbiol 67:2326–2335. doi:10.1128/
AEM.67.5.2326-2335.2001

20. Bunthof CJ, van Schalkwijk S, Meijer W, Abee T, Hugenholtz J
(2001) Fluorescent method for monitoring cheese starter perme-
abilization and lysis. Appl Environ Microbiol 67:4264–4271.
doi:10.1128/AEM.67.9.4264-4271.2001

21. Comas J, Vives-Rego J (1997) Assessment of the eVects of gram-
icidin, formaldehyde, and surfactants on Escherichia coli by Xow
cytometry using nucleic acid and membrane potential dyes.
Cytometry 29:58–64

22. Comas-Riu J, Vives-Rego J (1999) Use of calcein and SYTO-13
to assess cell cycle phases and osmotic shock eVects on Esche-
richia coli and Staphylococcus aureus by Xow cytometry. J Micro-
biol Meth 34:215–221

23. Comas-Riu J, Vives-Rego J (2002) Cytometric monitoring
growth, sporogenesis and spore cell sorting in Paenibacillus poly-
myxa (formerly Bacillus polymyxa). J Appl Microbiol 92:475–481

24. Connil N, Dousset X, Onno B, Pilet MF, Breuil MF, Montel MC
(1998) Enumeration of Carnobacterium divergens V41,
Carnobacterium piscicola V1 and Lactobacillus brevis LB62 by
in situ hybridization-Xow cytometry. Lett Appl Microbiol 27:302–
306

25. Crow VL, Coolbear T, Holland R, Pritchard GG, Martley FG
(1993) Starters and Wnishers: starters properties relevant to cheese
ripening. Int Dairy J 3:423–460

26. Diaper JP, Tither K, Edwards C (1992) Rapid assessment of bac-
terial viability by Xow cytometry. Appl Microbiol Biotechnol
38:268–272

27. Divol B, Lonvaud-Funel A (2005) Evidence for viable but noncul-
tivable yeasts in botrytis-aVected wine. J Appl Microbial 99:85–93

28. Donnelly CW, Baigent GT (1986) Method for Xow cytometric
detection of Listeria monocytogenes in milk. Appl Environ Micro-
biol 52:689–695

29. Dowhanick TM, Russel I (1993) Advances in detection and iden-
tiWcation methods applicable to the brewing industry. In: Gump
BH (ed) Beer and wine production. Analysis, characterization, and
technological advances. American Chemical Society, Washing-
ton, DC, pp 13–32

30. DuVy G, Sheridan JJ (1998) Viability staining in a direct count
rapid method for the determination of total viable counts on pro-
cessed meats. J Microbiol Meth 31:167–174

31. Dunne C, Murphy L, Flynn S, Feeney M, Morrissey D, Thornton
G, Fitzgerald G, Daly C, Kiely B, Quigley EMM, Shanahan F,
Collins JK (1999) Probiotics: from myth to reality. Demonstration
of functionality in animal models of disease and in human clinical
trials. Ant Leeuw 76:279–292

32. Farthing JB, Rodriguez SB, Thornton RJ (2007) Flow cytometric
analysis of Saccharomyces cerevisiae populations in high-sugar
Chardonnay fermentations. J Sci Food Agric 87:527–533.
doi:10.1002/jsfa.2752

33. Fleet GH (1999) Microorganisms in food ecosystems. Int J Food
Microbiol 50:101–117

34. Friedrich U, Lenke J (2006) Improved enumeration of lactic acid
bacteria in mesophilic dairy starter cultures by using multiplex
quantitative real-time PCR and Xow cytometry-Xuorescence in
situ hybridization. Appl Environ Microbiol 72:4163–4171.
doi:10.1128/AEM.02283-05

35. Froudiere I, Larue F, Lonvaud-Funel A (1990) Utilisation de l’epi-
Xuorescence pour la dètection des micro-organismes dans le vin.
Conn Vigne Vin 24:43–46

36. GiraVa G (2004) Studying the dynamics of microbial populations
during food fermentation. FEMS Microbiol Rev 28:251–260.
doi:10.1016/j.femsre.2003.10.005

37. Guarner F, Schaafsma GJ (1998) Probiotics. Int J Food Microbiol
39:237–238

38. Gunasekera TS, AYeld PV, Veal DA (2000) A Xow cytometry
method for rapid detection and enumeration of total bacteria in
milk. Appl Environ Microbiol 66:1228–1232

39. Gunasekera TS, Dorsch MR, Slade MB, Veal DA (2003) SpeciWc
detection of Pseudomonas spp. in milk by Xuorescence in situ
hybridization using ribosomal RNA directed probes. J Appl
Microbiol 94:936–945

40. Haugland P (2005) Molecular-probes handbook of Xuorescent
probes and research chemicals, 10th edn. Molecular Probes. Inc,
Eugene. http://www.probes.com

41. Hewitt CJ, Neve-von-Caron G (2001) An industrial application of
multiparameter Xow cytometry: assessment of cell physiological
state and its application to the study of microbial fermentations.
Cytometry 44:179–187

42. Holm C, Jespersen L (2003) A Xow-cytometric Gram-staining
technique for milk-associated bacteria. Appl Environ Microbiol
69:2857–2863. doi:10.1128/AEM.69.5.2857-2863.2003

43. Holm C, Mathiasen T, Jespersen L (2004) A Xow cytometric tech-
nique for quantiWcation and diVerentiation of bacteria in bulk tank
milk. J Appl Microbiol 97:935–941. doi:10.1111/j.1365-
2672.2004.02346.x

44. Hubble IB (1997) Testing and reporting of raw milk quality. Austr
J Dairy Technol 52:102–108
123

http://dx.doi.org/10.1128/AEM.68.11.5209-5216.2002
http://dx.doi.org/10.1128/AEM.68.11.5209-5216.2002
http://dx.doi.org/10.1111/j.1472-765X.2004.01589.x
http://dx.doi.org/10.1111/j.1472-765X.2004.01589.x
http://dx.doi.org/10.1128/AEM.68.6.2934-2942.2002
http://dx.doi.org/10.1128/AEM.67.5.2326-2335.2001
http://dx.doi.org/10.1128/AEM.67.5.2326-2335.2001
http://dx.doi.org/10.1128/AEM.67.9.4264-4271.2001
http://dx.doi.org/10.1002/jsfa.2752
http://dx.doi.org/10.1128/AEM.02283-05
http://dx.doi.org/10.1016/j.femsre.2003.10.005
http://www.probes.com
http://dx.doi.org/10.1128/AEM.69.5.2857-2863.2003
http://dx.doi.org/10.1111/j.1365-2672.2004.02346.x
http://dx.doi.org/10.1111/j.1365-2672.2004.02346.x


1010 J Ind Microbiol Biotechnol (2009) 36:999–1011
45. Jespersen L, Lassen S, Jakobsen M (1993) Flow cytometric detec-
tion of wild yeast in lager breweries. Int J Food Microbiol 17:321–
328

46. Julià O, Comas J, Viver-Rego J (2000) Second-order functions are
the simplest correlations between Xow cytometric light scatter and
bacterial diameter. J Microbiol Meth 40:57–61

47. Kailasapathy K, Chin J (2000) Survival and therapeutic potential
of probiotic organisms with reference to Lactobacillus acidophilus
and BiWdobacterium spp. Immunol Cell Biol 78:80–88

48. Kaprelyants AS, Kell DB (1993) The use of 5-cyano-2,3-ditoyl
tetrazolium chloride and Xow cytometry for the visualisation of
respiratory activity in individual cells of Micrococcus luteus.
J Microbiol Meth 17:115–122

49. Lahtinen SJ, Gueimonde M, Ouwehand AC, Reinikainen JP,
Salminen SJ (2005) Probiotic bacteria may become dormant dur-
ing storage. Appl Environ Microbiol 71:1662–1663. doi:10.1128/
AEM.71.3.1662-1663.2005

50. Lahtinen SJ, Ouwehand AC, Reinikainen JP, Korpela JM, Sand-
holm J, Salminen SJ (2006) Intrinsic properties of so-called dor-
mant probiotic bacteria, determined by Xow cytometric viability
assays. Appl Environ Microbiol 72:5132–5134. doi:10.1128/
AEM.02897-05

51. Laplace-Builhé C, Hahne K, Hunger W, Tirilly Y, Drocourt JL
(1993) Application of Xow cytometry to rapid microbial analysis
in food and drink industries. Biol Cell 78:123–128

52. Leyval D, Debay F, Engasser JM, Goergen JL (1997) Flow cytom-
etry for the intracellular pH measurement of glutamate producing
Corynebacterium glutamicum. J Microbiol Meth 29:121–127

53. Lonvaud-Funel A, Joyeux A (1982) Application de la biolumines-
cence au dénombrement des micro-organismes vivants dans les
vins. Conn Vigne Vin 16:241–256

54. López-Amorós R, Mason DJ, Lloyd D (1995) Use of two oxonols
and a Xuorescent tetrazolium dye to monitor starvation of Esche-
richia coli in seawater by Xow cytometry. J Microbiol Meth
22:165–176

55. López-Amorós R, Comas J, Vives-Rego J (1995) Flow
cytometric assessment of Escherichia coli and Salmonella
typhimurium starvation-survival in seawater using rhodamine
123, propidium iodide, and oxonol. Appl Environ Microbiol
6:2521–2526

56. Malacrinò P, Zapparoli G, Torriani S, Dellaglio F (2001) Rapid
detection of viable yeasts and bacteria in wine by Xow cytometry.
J Microbiol Meth 45:127–134

57. Mason DJ, López-Amorós R, Allman R, Stark JM, Lloyd D (1995)
The ability of membrane potential dyes and calcaXuor white to dis-
tinguish between viable and non-viable bacteria. J Appl Microbiol
78:309–315

58. Mason DJ, Shanmuganathan S, Mortimer FC, Gant VA (1998) A
Xuorescent Gram stain for Xow cytometry and epiXuorescence
microscopy. Appl Environ Microbiol 64:2681–2685

59. McClelland RG, Pinder AC (1994) Detection of Salmonella
typhimurium in dairy products with Xow cytometry and monoclo-
nal antibodies. Appl Environ Microbiol 60:4255–4262

60. Mendelson ML (1980) The attributes and applications of Xow
cytometry. In: Laerum OD, Lindmo T, Thorud E (eds) Flow
cytometry, vol 4. Universitetsforlaget, Bergen, pp 15–27

61. Michelsen O, Cuesta-Dominguez A, Albrechtsen B, Jensen PR
(2007) Detection of bacteriophage-infected cells of Lactococcus
lactis by using Xow cytometry. Appl Environ Microbiol 73:7575–
7581. doi:10.1128/AEM.01219-07

62. Molenaar D, Abee T, Konings WN (1991) Continuous measure-
ment of the cytoplasmic pH in Lactoccocus lactis with a Xuores-
cent pH indicator. Biochim Biophys Acta 1115:75–83

63. Nebe von Caron G, Stephens P, Badley RA (1998) Assessment of
bacterial viability status by Xow cytometry and single cell sorting.
J Appl Microbiol 84:988–998

64. Nebe von Caron G, Stephens PJ, Hewitt JR, Badley RA (2000)
Analysis of bacterial function by multi-colour Xuorescence Xow
cytometry and single cell sorting. J Microbiol Meth 42:97–114

65. Ouwehand AC, Salminen S, Isolauri E (2002) Probiotics: an over-
view of beneWcial eVects. Ant Leeuw 82:279–289

66. Patchett RA, Back JP, Pinder AC, Kroll RG (1991) Enumeration
of bacteria in pure cultures and in foods using a commercial Xow
cytometer. Food Microbiol 8:119–125

67. Pettipher GL (1991) Preliminary evaluation of Xow cytometry for
the detection of yeasts in soft drinks. Lett Appl Microbiol 12:109–
112

68. Pettipher GL, Fulford RJ (1983) Collaborative trial of the direct
epiXuorescent Wlter technique (DEFT): a rapid method for count-
ing bacteria in milk. J Appl Bacteriol 54:177–182

69. Phillips AP, Martin KL (1988) Limitations of Xow cytometry for
the speciWc detection of bacteria in mixed populations. J Immunol
Meth 106:109–117

70. Pore RS (1994) Antibiotic susceptibility testing by Xow cytome-
try. Antimicrob Chemother 34:613–627

71. Quirós C, Herrero M, García LA, Díaz M (2007) Application of
Xow cytometry to segregated kinetic modeling based on the phys-
iological states of microorganisms. Appl Environ Microbiol
73:3993–4000. doi:10.1128/AEM.00171-07

72. Regulation (EC) No 853/2004 of the European Parliament and of
the Council of 29 April 2004 laying down speciWc hygiene rules
for food of animal origin. OJ L139, 2004, pp 180–184

73. Resnick M, Schuldiner S, Bercovier H (1985) Bacterial membrane
potential analysed by spectroXuorocytometry. Curr Microbiol
12:183–186

74. Ritz M, Tholozan JL, Federighi M, Pilet MF (2001) Morphologi-
cal and physiological characterization of Listeria monocytogenes
subjected to high hydrostatic pressure. Appl Environ Microbiol
67:2240–2247. doi:10.1128/AEM.67.5.2240-2247.2001

75. Rodrigues UM, Kroll RG (1985) The direct epiXuorescence Wlter
technique (DEFT): increased selectivity, sensitivity and rapidity. J
Appl Bacterial 59:493–499

76. Rowe MT, MacCann GJ (1990) A modiWed direct epiXuorescent
Wlter technique for the detection and enumeration of yeast in yo-
gurt. Lett Appl Microbial 11:282–285

77. Shapiro HM (2003) Practical Xow cytometry YR:2005. Wiley,
New York

78. Shaw BG, Harding CD, Hudson WH, Farr L (1987) Rapid estima-
tion of microbial numbers on meat and poultry by direct epiXuo-
rescence Wlter technique. J Food Prot 50:652–657

79. Sheehan A, O’Loughlin C, O’Cuinn G, Fitzgerald RJ, Wilkinson
MG (2005) Cheddar cheese cooking temperature induces diVeren-
tial lactococcal cell permeabilization and autolytic responses as
detected by Xow cytometry: implications for intracellular enzyme
accessibility. J Appl Microbiol 99:1007–1018. doi:10.1111/
j.1365-2672.2005.02718.x

80. Shleeva MO, Bragamyan K, Telkov MV, Mukamolova GV,
Young M, Bell DB, Kaprelyanti AS (2002) Formation and resus-
citation of non-cultivable cells of Rhodococcus rhodochrous and
Mycobacterium tuberculosis in prolonged stationary phase.
Microbiol 148:1581–1591

81. Sims PJ, Waggoner AS, Wang CH, HoVman JF (1974) Studies on
the mechanism by which cyanine dyes measure membrane poten-
tial in red blood cells and phosphatidylcholine vesicles. Biochem
13:3315

82. Sohier D, Lonvaud-Funel A (1998) Rapid and sensitive in situ
hybridization method for detecting, identifying lactic acid bacteria
in wine. Food Microbiol 15:391–397

83. Stopa PJ (2000) The Xow cytometry of Bacillus anthracis spores
revisited. Cytometry 41:2327–2440

84. Vidal-Mas J, Resina-Pelfort O, Haba E, Comas J, Manresa A,
Vives-Rego J (2001) Rapid Xow cytometry–Nile red assessment
123

http://dx.doi.org/10.1128/AEM.71.3.1662-1663.2005
http://dx.doi.org/10.1128/AEM.71.3.1662-1663.2005
http://dx.doi.org/10.1128/AEM.02897-05
http://dx.doi.org/10.1128/AEM.02897-05
http://dx.doi.org/10.1128/AEM.01219-07
http://dx.doi.org/10.1128/AEM.00171-07
http://dx.doi.org/10.1128/AEM.67.5.2240-2247.2001
http://dx.doi.org/10.1111/j.1365-2672.2005.02718.x
http://dx.doi.org/10.1111/j.1365-2672.2005.02718.x


J Ind Microbiol Biotechnol (2009) 36:999–1011 1011
of PHA cellular content and heterogeneity in cultures of Pseudo-
monas aeruginosa 47T2 (NCIB 40044) grown in waste frying oil.
Ant Leeuw 80:57–63

85. Vives-Rego J, Lebaron P, Nebe von Caron G (2000) Current and
future applications of Xow cytometry in aquatic microbiology.
FEMS Microbiol Rev 24:429–448

86. Völsch A, Nader WF, Geiss HK, Nebe von Caron G, Birr C (1990)
Detection and analysis of two serotypes of ammonia-oxidizing
bacteria in sewage plants by Xow cytometry. Appl Environ Micro-
biol 56:2430–2435

87. Wouters PC, Bos AP, Ueckert J (2001) Membrane permeabiliza-
tion in relation to inactivation kinetics of Lactobacillus species due
to pulsed electric Welds. Appl Environ Microbiol 67:3092–3101.
doi:10.1128/AEM.67.7.3092-3101.2001

88. Zenker M, Heinz V, Knorr D (2003) Application of ultrasound-
assisted thermal processing for preservation and quality retention
of liquid foods. J Food Prot 66:1642–1649

89. Zhang T, Fang HHP (2004) QuantiWcation of Saccharomyces
cerevisiae viability using BacLight. Biotechnol Lett 26:989–992
123

http://dx.doi.org/10.1128/AEM.67.7.3092-3101.2001

	Flow cytometry applications in the food industry
	Abstract
	Introduction
	Principles of Xow cytometry
	Flow cytometric measurements
	Membrane integrity and enzyme activities
	Membrane potential
	Pathogen detection
	Respiratory activity
	Intracellular pH

	Food microbiology applications of FCM
	Viability and cell number
	Spoilage and pathogen microorganism contamination
	Starters
	Probiotics
	Food technology and preservation

	Conclusions
	References




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated v2 300% \050ECI\051)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /Description <<
    /ENU <>
    /DEU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [5952.756 8418.897]
>> setpagedevice


